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Welcome to CLC Main Workbench — a software package supporting your daily bioinformatics work.

We strongly encourage you to read this user manual in order to get the best possible basis for
working with the software package.

This software is for research purposes only.
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1.1 Contact information
The CLC Main Workbench is developed by:

CLC bio,a QIAGEN Company
Silkeborgvej 2

Prismet

8000 Aarhus C

Denmark

http://www.clcbio.com
VAT no.: DK 28 30 50 87

Telephone: 45 70 22 32 44
Fax: +45 86 20 12 22

E-mail: info@clcbio.com

If you have questions or comments regarding the program, you are welcome to contact our
support team. The best way to do this is from within the Workbench, using the menu option:

Help | Contact Support
The Support team can also be reached by email at:
support@clchio.com

When contacting Support by email, please include your license information. Information about
how to to find your license information is included in the licenses section of our Frequently Asked
Questions (FAQ) area: http://www.clcbio.com/faqg

1.2 Download and installation

The CLC Main Workbench is developed for Windows, Mac OS X and Linux. The software for either
platform can be downloaded from http://www.clcbio.com/download.

1.2.1 Program download
The program is available for download on http://www.clcbio.com/download.
Before you download the program you are asked to fill in the Download dialog.

In the dialog you must choose:

e Which operating system you use

e Whether you would like to receive information about future releases
Depending on your operating system and your Internet browser, you are taken through some
download options.

When the download of the installer (an application which facilitates the installation of the
program) is complete, follow the platform specific instructions below to complete the installation


http://www.clcbio.com
mailto:info@clcbio.com
mailto:support@clcbio.com
http://www.clcbio.com/faq
http://www.clcbio.com/download
http://www.clcbio.com/download
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procedure. *

1.2.2 Installation on Microsoft Windows

Starting the installation process is done in one of the following ways:

When you have downloaded an installer:
Locate the downloaded installer and double-click the icon.
The default location for downloaded files is your desktop.

Installing the program is done in the following steps:

e On the welcome screen, click Next.
e Read and accept the License agreement and click Next.
e Choose where you would like to install the application and click Next.

e Choose a name for the Start Menu folder used to launch CLC Main Workbench and click
Next.

e Choose if CLC Main Workbench should be used to open CLC files and click Next.

e Choose where you would like to create shortcuts for launching CLC Main Workbench and
click Next.

e Choose if you would like to associate .clc files to CLC Main Workbench. If you check this
option, double-clicking a file with a "clc" extension will open the CLC Main Workbench.

e Wait for the installation process to complete, choose whether you would like to launch CLC
Main Workbench right away, and click Finish.

When the installation is complete the program can be launched from the Start Menu or from one
of the shortcuts you chose to create.

1.2.3 Installation on Mac 0S X

Starting the installation process is done in the following way:

When you have downloaded an installer:
Locate the downloaded installer and double-click the icon.
The default location for downloaded files is your desktop.
Launch the installer by double-clicking on the "CLC Main Workbench" icon.

Installing the program is done in the following steps:

e On the welcome screen, click Next.

e Read and accept the License agreement and click Next.

1 You must be connected to the Internet throughout the installation process.
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e Choose where you would like to install the application and click Next.
e Choose if CLC Main Workbench should be used to open CLC files and click Next.

e Choose whether you would like to create desktop icon for launching CLC Main Workbench
and click Next.

e Choose if you would like to associate .clc files to CLC Main Workbench. If you check this
option, double-clicking a file with a "clc" extension will open the CLC Main Workbench.

e Wait for the installation process to complete, choose whether you would like to launch CLC
Main Workbench right away, and click Finish.

When the installation is complete the program can be launched from your Applications folder, or
from the desktop shortcut you chose to create. If you like, you can drag the application icon to
the dock for easy access.

1.2.4 Installation on Linux with an installer
Navigate to the directory containing the installer and execute it. This can be done by running a
command similar to:

# sh CLCMainWorkbench_7_JRE.sh

Installing the program is done in the following steps:

e On the welcome screen, click Next.
e Read and accept the License agreement and click Next.

e Choose where you would like to install the application and click Next.
For a system-wide installation you can choose for example /opt or /usr/local. If you do not
have root privileges you can choose to install in your home directory.

e Choose where you would like to create symbolic links to the program
DO NOT create symbolic links in the same location as the application.
Symbolic links should be installed in a location which is included in your environment PATH.
For a system-wide installation you can choose for example /usr/local/bin. If you do not have
root privileges you can create a ’bin’ directory in your home directory and install symbolic
links there. You can also choose not to create symbolic links.

e Wait for the installation process to complete and click Finish.

If you choose to create symbolic links in a location which is included in your PATH, the program
can be executed by running the command:

# clcmainwb?7

Otherwise you start the application by navigating to the location where you choose to install it
and running the command:

# ./clcmainwb?
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1.2.5 Installation on Linux with an RPM-package

Navigate to the directory containing the rom-package and install it using the rpm-tool by running
a command similar to:

# rpm —ivh CLCMainWorkbench_7_JRE.rpm

Installation of RPM-packages usually requires root-privileges.

When the installation process is finished the program can be executed by running the command:

# clcmainwb?7

1.3 System requirements

The system requirements of CLC Main Workbench are these:

e Windows XP, Windows Vista, Windows 7, Windows 8, Windows Server 2003 or Windows
Server 2008

Mac OS X 10.6 or later. However, Mac OS X 10.5.8 is supported on 64-bit Intel systems.

Linux: RHEL 5.0 or later. SUSE 10.2 or later. Fedora 6 or later.

32 or 64 bit

1 GB RAM required

2 GB RAM recommended

1024 x 768 display required

1600 x 1200 display recommended

Special requirements for the 3D Molecule Viewer

e System requirements

— A graphics card capable of supporting OpenGL 2.0.

— Updated graphics drivers. Please make sure the latest driver for the graphics card is
installed.

e System Recommendations

— A discrete graphics card from either Nvidia or AMD/ATI. Modern integrated graphics
cards (such as the Intel HD Graphics series) may also be used, but these are usually
slower than the discrete cards.

— A 64-bit workbench version is recommended for working with large complexes.
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1.4 Licenses

When you have installed CLC Main Workbench, and start it for the first time, you will meet the

license assistant, shown in figure 1.1.

To install a license, you must be running the program in administrative mode 2.

License Wizard £3

You need a license...

In order to use this application you need a valid license,
Please choose how you would like ta obtain a license for your waorkbench.

@ Request an Evaluation License

Choose this option if you would like to try aut the application for 30 days,
Please note that only a single 30 day evaluation license will be allowed far each computer,

Download a License

Choose this option if you have a License Order ID and would like to download a License.

Import a License from a File

Choose this option if you have a License File on your computer and would like to impart it,
Upgrade a license from an older Workbench
Choose this option if you have an older version of this workbench with a commercial license,
and would like ta upgrade your license.
Configure License Server Connection

Choose this option if your company or institution is using a central CLC License Server. This
option also enables you ko disable a license server connection,

Ifyou experience any problems, please contact The CLC Support Team

‘ Proxy Settings Limited Mode Previous Quit ‘
Figure 1.1: The license assistant showing you the options for getting started.

The following options are available. They will be described in detail in the following sections.

¢ Request an evaluation license. The license is a fully functional, time-limited license (see

below).

e Download a license. When you purchase a license, you get a license ID. This is used here

to download a license assocaited with this ID.

o Import a license from a file. If CLC bio has provided a license file, or if you have downloaded

a license from our web-based licensing system, you can import it using this option.

e Upgrade license. If you already have used a previous version of CLC Main Workbench, and
you are entitled to upgrading to the new CLC Main Workbench 7.0, select this option to get

a license upgrade.

e Configure license server connection. If your organization has a license server, select this

option to connect to the server.

Select an appropriate option and click Next.

To use the Download option in the License Manager, your machine must be able to access the

external network. If this is not the case, please see the section 1.4.6.

2"How to do this differs for different operating systems. To run the program in administrator mode on Windows

Vista, or 7, right-click the program shortcut and choose "Run as Administrator."
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If for some reason you don’t have a license ID or access to a license, you can click the Limited
Mode button (see section 1.4.7).

1.4.1 Request an evaluation license
We offer a fully functional demo version of CLC Main Workbench to all users, free of charge.

Each user is entitled to 30 days demo of CLC Main Workbench. If you need more time for
evaluating, another two weeks of demo can be requested.

When you select to request an evaluation license, you will see the dialog shown in figure 1.2.

License Wizard £
Request an evaluation license...
Please choose how you would lie to request an evaulation license.
@ Direct Download
The warkbench will attempk to contact the CLC Licenses Service, and download the license
dirzctly.
This method requires internet accass From the waorkbench,
Go to License Download web page
The workbench will open a Web Browser with the License Dowrload web page. From there you
will be able to download your license as a file and import in the next step.
fyou experience any problems, please contact The CLC Support Team
Proxy Settings ‘ Previous ‘ | Quit Workbench ‘

Figure 1.2: Choosing between direct download or download web page.

In this dialog, there are two options:

e Direct download. The workbench will attempt to contact the online CLC Licenses Service,
and download the license directly. This method requires internet access from the workbench.

e Go to license download web page. The workbench will open a Web Browser with the
License Download web page when you click Next. From there you will be able to download
your license as a file and import it. This option allows you to get a license, even though the
Workbench does not have direct access to the CLC Licenses Service.

If you select the first option, and it turns out that you do not have internet access from the
Workbench (because of a firewall, proxy server etc.), you will be able to click Previous and use
the other option instead.

Direct download
Selecting the first option takes you to the dialog shown in figure 1.3.

A progress for getting the license is shown, and when the license is downloaded, you will be able
to click Next.

Go to license download web page

Selecting the second option, Go to license download web page, opens the license web page as
shown in 1.4.
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License Wizard i

Requesting a license...

Requesting and downloading an evaluation license by establishing a direct comnection to the CLC bio License
Web-Service.

An Evaluation License was successfully downloaded
The License is valid until: 2008-07-03

Ifyou experience any problems, please contact The CLC Suppori Team

Proxy Settings Previous Quit Workbench

Figure 1.3: A license has been downloaded.

Request an Evaluation License

Thi

Figure 1.4: The license web page where you can download a license.

Click the Request Evaluation License button, and you will be able to save the license on your
computer, e.g. on the Desktop.

Back in the Workbench window, you will now see the dialog shown in 1.5.

License Wizard g

Import a license from a file...
Please dick the butten below and locate the file containing your license.

Mo file selected...

Choose License File

Ifyou experience any problems, please contact The CLC Support Team

Praxy Settings [ Previous ][ mer | [ QutWarlbench |

Figure 1.5: Importing the license downloaded from the web site.

Click the Choose License File button and browse to find the license file you saved before (e.g.
on your Desktop). When you have selected the file, click Next.
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Accepting the license agreement

Regardless of which option you chose above, you will now see the dialog shown in figure 1.6.

License Wizard i

License Agreement...

Please read and accept the license agreement below to begin using yau license.

END USER LICENSE AGREEMENT FOR CLC BIO SOFTWARE. =
(CLC Genomics Workbench 1.0)

1Recitals

1.1 This End User Licenss Ageement ("EULA") is 2 legal agreement between you (sither an individual person
or a single legal entity, who will be refered to in this EULA as "You") and CLC bio A5, CVR-no.: 28 30 50 87
for the software products that accompaniss this EUL, including any associated media, printed materials and
electonic docursentation (the "Softwaze Product”).

I accept these terms

Ifyou experience any problems, please contact The CLC Suppori Team

| Proxy Settings | [ Previous || Finish | [ quit Workbench |
Figure 1.6: Read the license agreement carefully.

Please read the License agreement carefully before clicking | accept these terms and Finish.

1.4.2 Download a license

When you purchase a license, you get a license ID from CLC bio. This is used here to download
a license associated with this ID. When you have clicked Next, you will see the dialog shown in
1.7. At the top, enter the ID (paste using Ctrl+V or 3 + V on Mac).

License Wizard i

Download a license...
Please copy-paste yaur License Order-ID into the field below, and choose how you wauld fice to download your

license. When pracessing your request the license-service will check if the License Order-ID is availablz for download
on this computer.

License Order-ID:
CLC-LICENSE-SRENMNSTED-0D43CASEDFL0C00DE44ACOCHSH00000

@ Direct Download

The warkbench will attempk to contact the CLC Licenses Service, and download the license
directly.
This method requires internet accass from the workbench,

Go to License Download web page

The workbench wil open a Web Bronser with the Licanse Download web page. From there you
will b= able to damnload your license s a file and import in the next step.

fyou experience any problems, please contact The CLC Support Team

[ Proxy Settings | ‘ Previous ‘| Quit Workbench ‘
Figure 1.7: Entering a license ID provided by CLC bio (the license ID in this example is artificial).

In this dialog, there are two options:

e Direct download. The workbench will attempt to contact the online CLC Licenses Service,
and download the license directly. This method requires internet access from the workbench.

e Go to license download web page. The workbench will open a Web Browser with the
License Download web page when you click Next. From there you will be able to download
your license as a file and import it. This option allows you to get a license, even though the
Workbench does not have direct access to the CLC Licenses Service.



CHAPTER 1. INTRODUCTION TO CLC MAIN WORKBENCH 23

If you select the first option, and it turns out that you do not have internet access from the
Workbench (because of a firewall, proxy server etc.), you will be able to click Previous and use
the other option instead.

Direct download

Selecting the first option takes you to the dialog shown in figure 1.8.

License Wizard i

Requesting a license with id: CLC-LICENSE-SRENMNSTED-0D43CAO...

Requesting and doanloading 2 license by establishing a diract connection ko the CLC bio License Web-Service.

Your License was successfully downloadad
The License is valid until; 2008-08-01

Ifyou experience any problems, please contact The CLC Suppori Team

[ Proxy settings_| Previovs | [LNext ] [ Qui workbench |
Figure 1.8: A license has been downloaded.

A progress for getting the license is shown, and when the license is downloaded, you will be able
to click Next.

Go to license download web page

Selecting the second option, Go to license download web page, opens the license web page as
shown in 1.9.

Download a license

Thi

by didking on the

Figure 1.9: The license web page where you can download a license.
Click the Request Evaluation License button, and you will be able to save the license on your
computer, e.g. on the Desktop.
Back in the Workbench window, you will now see the dialog shown in 1.10.

Click the Choose License File button and browse to find the license file you saved before (e.g.
on your Desktop). When you have selected the file, click Next.
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License Wizard i

Import a license from a file...
Please ciick the button below and locate the file containing your licznse.

No file selected.

Choose License File
Ifyou experience any problems, please contact The CLC Suppori Team

| Proxy Settings | ‘ Pravious ‘ Jext | Quit Workbench ‘
Figure 1.10: Importing the license downloaded from the web site.

Accepting the license agreement

Regardless of which option you chose above, you will now see the dialog shown in figure 1.11.

License Wizard £3

License Agreement...

Plesse read and accept the license agreement below o begin using you license.

END USER LICENSE AGREEMENT FOR CLC BIO SOFTWARE. -
(CLC Genomics Workbeach 1.0) 3

1Recitals

1.1 This End- User Licenss Agreement ("EULA") is a legal agresment between you (sither an individual person
ore single legal extity, who will be refersed to in this EULA as *You") and CLC bio A/S, CVR-no.; 28 30 50 87
for the software products that sccompaniss this EULA, inchuding eny sssocisted medis, printed materials and
electronis documentation (the "Softwaze Produst®)

I accept these terms

fyou experience any problems, please contact The CLC Support Team

Proxy Settings ‘ Previous | Finish | Quit Workbench ‘

Figure 1.11: Read the license agreement carefully.

Please read the License agreement carefully before clicking | accept these terms and Finish.

1.4.3 Import a license from a file

If you are provided a license file instead of a license ID, you will be able to import the file using
this option.

When you have clicked Next, you will see the dialog shown in 1.12.

Click the Choose License File button and browse to find the license file provided by CLC bio.
When you have selected the file, click Next.

Accepting the license agreement

Regardless of which option you chose above, you will now see the dialog shown in figure 1.13.

Please read the License agreement carefully before clicking | accept these terms and Finish.
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License Wizard i

Import a license from a file...

Plzase dick the button below and locats the Filz containing your license,

No file selected.

Choose License File
Ifyou experience any problems, please contact The CLC Suppori Team

| Proxy Settings | ‘ Pravious ‘ Jext | Quit Workbench
Figure 1.12: Selecting a license file .

License Wizard £2

License Agreement...

Please read and accept the license agreement below to begin using you license

END USER LICENSE AGREEMENT FOR CLC BIO SOFTWARE. e
(CLC Genomics Workbench 1.0) E

1Recitals

1.1 This Endl-User License Agreement ("EULA®) is o legal agreement between you (cither an individudl person
ora single legal entity, who will be referzed to in this EULA as *You") and CLC bio A/S, CVR-no.; 2830 5087
for the software products that accompaniss this EULA, inchuding any sssociated media, printed materials and
electronde documentation (the "Software Product®).

Iaccept these terms

Ifyou experience any problems, please contact The CLC Support Team

[ Proxy Settings | [ Previous | [ Finish | [ Quit Warkbench |
Figure 1.13: Read the license agreement carefully.

1.4.4 Upgrade license

If you already have used a previous version of CLC Main Workbench, and you are entitled to
upgrading to the new CLC Main Workbench 7.0, select this option to get a license upgrade.

When you click Next, the workbench will search for a previous installation of CLC Main Workbench.
It will then locate the old license.

If the Workbench succeeds to find an existing license, the next dialog will look as shown in
figure 1.14.

When you click Next, the Workbench checks on CLC bio’s web server to see if you are entitled to
upgrade your license.

Note! If you should be entitled to get an upgrade, and you do not get one automatically in this
process, please contact support@clcbhio.com.

In this dialog, there are two options:

e Direct download. The workbench will attempt to contact the online CLC Licenses Service,
and download the license directly. This method requires internet access from the workbench.

e Go to license download web page. The workbench will open a Web Browser with the
License Download web page when you click Next. From there you will be able to download
your license as a file and import it. This option allows you to get a license, even though the
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License Wizard i

Upgrade a License...

The workbench wil attempt to find a valid licerse For a previeus version.
I 5 license can not be lacated, or If you would lics to upgade a different icense, please dlick the "Chagse a differant
License File” button and locate it manually.

C:\Program Fikes|CLC Combined Werkbench 3)licenses|werkbenchlclecombinedwb key

License Number: CLCCOMBINEDWES-

Choose a different License File

fyou experience any problems, please contact The CLC Support Team

[ Proxy Settings | { Previous JI Quit Workbench J
Figure 1.14: An old license is detected.

Workbench does not have direct access to the CLC Licenses Service.

If you select the first option, and it turns out that you do not have internet access from the
Workbench (because of a firewall, proxy server etc.), you will be able to click Previous and use
the other option instead.

Direct download

Selecting the first option takes you to the dialog shown in figure 1.15.

License Wizard [=2]

Requesting a license with id: CLC-LICENSE-SRENMNSTED-0D43CAO...

Requesting and doanloading 2 license by establishing a diract connection ko the CLC bio License Web-Service.

Your License was successfully downloadad
The License is valid until: 2008-08-01

Ifyou experience any problems, please contact The CLC Suppori Team

Figure 1.15: A license has been downloaded.

A progress for getting the license is shown, and when the license is downloaded, you will be able
to click Next.

Go to license download web page

Selecting the second option, Go to license download web page, opens the license web page as
shown in 1.16.
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Download a license

License Order-ID: -SRENMNSTED-0D43CASEDFD)

[
3
H
H

Figure 1.16: The license web page where you can download a license.

Click the Request Evaluation License button, and you will be able to save the license on your
computer, e.g. on the Desktop.

Back in the Workbench window, you will now see the dialog shown in 1.17.

License Wizard £

Import a license from a file...

Please dlick the button below and locate the file containing your license.

Mo file selected...

Choose License File

Ifyou experience any problems, please contact The CLC Support Team

[ Proxy settings | [ Previous || mext || Quit Workbench |

Figure 1.17: Importing the license downloaded from the web site.

Click the Choose License File button and browse to find the license file you saved before (e.g.
on your Desktop). When you have selected the file, click Next.

Accepting the license agreement
Regardless of which option you chose above, you will now see the dialog shown in figure 1.18.

Please read the License agreement carefully before clicking | accept these terms and Finish.

1.4.5 Configure license server connection

If your organization has installed a license server, you can use a network license. The license
server has a set of licenses that can be used on all computers on the network. If the server has
e.g. 10 licenses, it means that maximum 10 computers can use a license simultaneously. When
you have selected this option and click Next, you will see the dialog shown in figure 1.19.

This dialog lets you specify how to connect to the license server:

e Connect to a license server. Check this option if you wish to use the license server.



CHAPTER 1. INTRODUCTION TO CLC MAIN WORKBENCH 28

License Wizard i

License Agreement...

Please read and accept the license agreement below to begin using yau license.

END USER LICENSE AGREEMENT FOR CLC BIO SOFTWARE. =
(CLC Genomics Workbench 1.0) E

1Recitals

1.1 This End User Licenss Ageement ("EULA") is 2 legal agreement between you (sither an individual person
or a single legal entity, who will be refered to in this EULA as "You") and CLC bio A5, CVR-no.: 28 30 50 87
for the software products that accompaniss this EUL, including any associated media, printed materials and
electonic docursentation (the "Softwaze Product”).

I accept these terms

Ifyou experience any problems, please contact The CLC Suppori Team

Praxy Settings \ Previous | Finish | Quit Warkbench \

Figure 1.18: Read the license agreement carefully.

License Wizard £2

Configure License Server connection...
Please choose how you wauld like to conmect ko your CLC License sarver,

/| Enable license server connection

@ Automatically detect license server,

Manually specify license server:

Disable licerise borrawing

IF you chose this option, users of this camputer will not be able ko borran licenses
from the License Server.

fyou experience any problems, please contact The CLC Support Team

[ rowy settngs_| Prevous Cancel
Figure 1.19: Connecting to a license server.

o Automatically detect license server. By checking this option you do not have to ente