Installation Guide

Upgrade from Biomedical Genomics

Workbench to CLC Genomics
Workbench 12

QIAGEN® Bioinformatics — Aarhus, Denmark

Download and Install

The installer for the CLC Genomics Workbench 12 can be downloaded via links on the product

page or via your myCLC account.
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Get more done with the new

CLC Genomics Workbench 12

Featuring improved NGS read handling and it lical workbench

Watch Highlight Video
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A Genomics Workbench that works for everyo
CLC Genomics Workbench is a powerful solution that works for everyone,

o matter the workflow. Utilizing cutting-edge technology,

unique features and algorithms widely used by scientific leaders in

industry and academia to overcome challenges associated with data analysis.

Already a customer, find your latest releases and downloads here.

Figure 1 - Download page
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Upgrade your license

Just follow the standard installation procedure. When the License Assistant opens, choose the option

“Upgrade from an existing Workbench installation”, as shown in Figure 2.

(] License Assistant

[
CLC Genomics Workbench

You need a license...

In order to use this application you need a valid license.
Please choose how you would like to obtain a license for your workbench.

Request an evaluation license
Try out the application for 14 days. A static license will be downloaded to your local
machine. Use with remote or virtual machines is not supported.

Download a license
Use alicense order ID to download a static license.

Import a license from a file
Import a static license from an existing license file.

© upgrade from an existing Workbench installation
Upgrade an existing license for an older version of the software. Your license must be
covered by Maintenance, Upgrades and Support to use this option.

Configure License Server connection

Configure the necessary connection for the software to connect to a CLC License Server
that hosts network license(s) for this product. This option also allows you to alter or
disable an existing configuration.

If you experience any problems, please contact QIAGEN upport

Proxy Settings Cancel previous  (EEEND

The software attempts to find a license file in the CLC Genomics Workbench 12 installation.
However, when upgrading from Biomedical Genomics Workbench to CLC Genomics Workbench
12, you will need to click on the “Choose a different License File” button, shown in Figure 3, and
then navigate to the existing Biomedical Genomics Workbench installation area. The license file

can be found within a subfolder in this area called “licenses”.
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L] License Assistant

(€ CLC Genomics Workbench

Upgrade a License...

The workbench will attempt to find a valid license for a previous version.

If a license can not be located, or if you would like to upgrade a different license, please click
the "Choose a different License File" button and locate it manually.

No license file found...
Please click the button below to locate your license file.

Choose a different License File

If you experience any problems, please contact QIAGEN Bicinformatics Support

Proxy Settings Cancel Previous Next

Figure 3 - License Assistant, upgrade license

Select the license file and click on the “Open” button, as shown in Figure 4.

(€ CLC Genomics Workbench

Upgrade a License...
The workbench will attempt to find a valid license for a previous version.

If a licanca ran nat ha Incatad ar i uno wonld lika to inarada 2 diffarant licanca nlaaca click

the

|
| 1 licenses B

File Format: _ CLC bio License Files (lic)

Cancel  (ORSAN
T —

| I you experi y P . please QIAGEN n |
{

[ Proxy Settings Cancel Previous Next

Figure 4- Selecting existing license
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A message will appear informing you if the license can be used for the steps that follow.

(] License Assistant

CLC Genomics Workbench

Upgrade a License...

The workbench will attempt to find a valid license for a previous version.

If a license can not be located, or if you would like to upgrade a different license, please click
the "Choose a different License File" button and locate it manually.

IApplications /Biomedical Genomics Workbench 5/licenses/ 1111111111111111111 -BIOME...
The selected file appears to contain a valid license

License Order-ID:

CLC-LICENSE-NNNNN-NNNNN-NNNNN-NNNNN-NNNNN

Choose a different License File

If you experience any problems, please contact QIAGEN Bioinformatics Support

Proxy Settings Cancel previous  (NGXEN

Figure 5 - Validation of existing license

Choose the option “Direct Download” in the next step, as shown in Figure 6. Here, the software
connects to the QIAGEN server to download a new license file. You will thus need an active
infernet connection for this step.

[ ] License Assistant

CLC Genomics Workbench

Upgrade a License...
Please choose how you would like to upgrade your license.

© Direct Download
The workbench will attempt to contact the CLC Licenses Service, and download the license
directly.
This method requires internet access from the workbench.

Go to License Download web page
The workbench will open a Web Browser with the License Download web page. From there
you will be able to download your license as a file and import in the next step.

If you experience any problems, please contact QIAGEN Bioinformatics Support

Proxy Settings Cancel previous  (NGXEN)
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Figure 6 - Download of upgrade license

In Figure 7, the message that appears when a license was successfully downloaded is shown.

L] License Assistant

|
CLC Genomics Workbench

Downloading a license...

Requested license from the CLC License Web Service with order ID:
CLC-LICH

Your license was successfully downloaded and installed.

Ifyou experience any problems, please contact QIAGEN Bioinformatics Support |

Proxy Settings Cancel Previous Next

Figure 7 - Successtul installation of license

The CLC Genomics Workbench is now ready to be used for data analysis.

Installing the Biomedical Genomics Analysis plugin

To get access to biomedical genomics and targeted panel data analysis workflows and associated
tools, open the Plugin Manager, as shown in Figures 8 and 9, and install the Biomedical Genomics

Analysis plugin.
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Figure 8 - Launching the plugin manager
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Figure 9 - The plugin manager

Find the Biomedical Genomics Analysis plugin in the list under the Download Plugins tab. Click on
the “Download and Install” button as indicated in Figure 10.
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Manage Plugins Download Plugins

Manage Plugins

T j Provider: QIAGEN Aarnus
Support contact: ts-bioinformatics@giagen.com
Version: 2.6 (Build: 181115-1542-185473)
Using this plug-in it is possible to annotate a sequence from list of
annotations found in a GFF file
Located in the Toolbox.

ize: 300.9 kB
Size: 300.9 Download and Install

Biomedical Genomics Analysis

Provider: QIAGEN Aarhus

Support contact: ts-bioinformatics@qgiagen.com

Version: 1.0 (Build: 181120-1123-185661)
Biomedical Genomics Analysis

Plugin requires registration.

0 Biomedical Genomics Analysis

This plugin provi dy-ta y used in

bi dical ics. In addition, tools and workflows for the

analysis of Unique Molecular Indices (UMI)-tagged data generated

with QIAseq panel data and T: i ing data
with q Gene Panels are provided. All

QIAseq Panel Expert Tools are located in a separate folder in the

toolbox.

When the plugin is installed, you will see the extensive collection of

® Blast2GO PRO
Version: 1.12.10

Size: 33.3 MB
l Download and Install '
Provider: BioBam Bioinformatics
Support contact: pluginsupport@blast2go.com
Blast2GO PRO is an all-i tool for i ion of
(novel) sequences and the analysis of annotation data.
Plugin requires registration.

Commercial plugin - 7 day evaluation license available.

Size: 247.8 MB
! Download and Install

Bookmark Navigator
P) Provider: QIAGEN Aarhus

in the Toolbox under Ready-to-Use Workflows. QIAseq Panel
Analysis provides workflows designed for Targeted DNA, Targeted RNAscan
and Targeted RNA catalogue and custom panel data.

Ready-to-Use Workflows

» (&l Preparing Raw Data

» 52 QlAseq Panel Analysis

» (3 Whole Genome Sequencing

> ‘}?. Whole Exome Sequencing

» (g Targeted Amplicon Sequencing
» {2 Whole Transcriptome Sequencing

The Ready-to-Use Workflows in the Toolbox

T ion of OU P E T . . T .

o W |

Proxy Settings

Help

Check for Updates

Install from File Close

Figure 10 - Downloading the Biomedical Genomics Analysis plugin

Download Plugins

Manage Plugins
Additional Alignments
@ Provider: QIAGEN Aarhus
Support contact: ts-bioinformatics@giagen.com
Version: 1.9 (Build: 181115-1613-185473)
Perform alignments with ClustalO, Clustalw and MUSCLE

Size: 8.1 M8 Download and Install

Advanced Peak Shape T ®

Provider: QIAGEN Aarhus

Support contact: ts-bioinformatic

Version: 1.0 (Build: 181115-151
Peak finding using shape information

Size: 1.2 MB Dov

Annotate with GFF file

Installation successful
The plugin was successfully installed.

Plugin installation

Provider: QIAGEN Aarhus
Support contact: ts-bioinformatit
Version: 2.6 (Build: 181115-1542
Using this plug-in it is possible to annotate
annotations found in a GFF file
Located in the Toolbox.

Size: 300.9 kB

Download and Install

Blast2GO PRO
Provider: BioBam Bioinformatics
Support contact: pluginsupport@blast2go.com
Version: 1.12.10
Blast2GO PRO is an all-in-one tool for functional annotation of

[newial) canancac and tha anahucic af Annatatian data

OK

Cancel

|~ uh

Help Proxy Settings Check for Updates

Install from File Close

Figure 11 - Plugin successtully installed

T T
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After closing the Plugin Manager, you will be prompted to restart the Workbench. After restarting,
you will be able to start using the workflows and tools delivered by the Biomedical Genomics
Analysis plugin.

Upgrading workflows

If any workflow was present on the system, a message at the first start-up has informed the user of
the need to upgrade those workflows.

We recommend to save a copy from within the previous version of the Biomedical Genomics
Workbench, and then open the copy from the new CLC Genomics Workbench 12.

The tools will be automatically recognized, and updated if needed (Figure 12).

ece CLC Genomics Workbench 12.0
G g8o
New e lmpon Gxport Caghis i Lonch
Navigation Area 4 & CancerClin_Annotation
X:1:¥s) v 1

= |Updates are available for your workflow

Q- <enter search term>
Updates are needed for this workflow to run on this version of the software.
w name, le:

v (3 ac_baa After updating the workflow, it can be saved with a new name, leaving the original workflow unaffected. Changes can be reverted using the menu option Edit | Undo.
> £ Find) _disease_causing_variant
T santify QiAseq RNA v1.0 Tobe updated Deuails
» £ Example Data Add Information from COSMIC will be updated to version 1.4
a "Known variants track' will be assigned the workflow role ‘cosmic'

> B Recycle bin
> 8 CLC_References

Add Information from ClinVar will
K

14
il be assigned the workflow rol

Toolbox v
Processes | Toolbox | Favorites

<enter tool name> o

Ready-to-Use Workflows
» (i Preparing Raw Data

3 QuAseq DNA Germline Variants (
% 1dentfy QAseq DNA Germiine Variants (
%7 identify QAseq DNA Somatic Variants (I
F identify QlAseq DNA Somatic Variants (i
¥3 Quantify QlAseq RNA Expression

> 5% Whole Genome Sequencing

> Whole Exome Sequencing

> (s Targeted Amplicon Sequencing

> £ Whole Transcriptome Sequencing

Tools

> (5 Classical Sequence Analysis

> % Molecular Biology Tools

> @ BLasT

> Gl Track Tools

repare Sequencing Data

oK Cancel
e ey L e — = )

and Small RNA Analysis

Please note that all parameters of updated tools will be reset to their defaults.

While the tools are automatically updated, any data element included or referenced in the
workflow need to be updated manually.

The validation pane (Figure 13) informs the user about the elements that need to be updated.

4k Add Element... {3 Add Information from ClinVar: The parameter 'ClinVar track' cannot be retrieved

L;i Add Information from COSMIC: The parameter 'COSMIC track' cannot be retrieved
YK
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Include the missing reference data and finish (Figure 14).

Parameters
1. Parameters (Add

Information from Clinvar)

|
[ ) @® Configure Known variants track and/or its workflow role

Workflow Input "3, Clinvar_20131203 o

<>

Workflow role  clinvar

Help Cancel -

_

Help Reset Previous Next Finish Cancel

Figure 14- Tool configuration dialogue

The custom workflow is now upgraded to the new version and ready for use.

To learn about the workflows and tools delivered with the Biomedical Genomics Analysis plugin,

please refer to the plugin manual.
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Discover more at www.giagenbioinformatics.com.

Web resources

CLC Genomics Workbench

www.giagenbioinformatics.com/products/clc-genomics-workbench/

Tutorials

www.giagenbioinformatics.com/support/tutorials/

Trademarks: QIAGEN®, Sample to Insight®, GeneGlobe®, Ingenuity®, QCI™, QlAseq™ (QIAGEN Group);

© 2018 QIAGEN, all rights reserved.
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